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4 <110> APPLICANT: De Buyl , Eric 

5 Lahaye , Andree 

6 Ledoux, Pierre 

7 Detroz, Rene 

9 <120> TITLE OF INVENTION: Xylanase, Microorganisms Producing it, 

10 DNA Molecules, Methods for Preparing this Xylanase and Uses 

11 of the Latter 

13 <130> FILE REFERENCE: GC450-D1-US 

15 <140> CURRENT APPLICATION NUMBER: US 09/909, 207D 

16 <141> CURRENT FILING DATE: 2001-07-19 

18 <150> PRIOR APPLICATION NUMBER: US 08/470,953 

19 <151> PRIOR FILING DATE: 1995-06-06 t 

21 <150> PRIOR APPLICATION NUMBER: BE 09500448 f) \i 

22 <151> PRIOR FILING DATE: 1995-05-17 v/ ^ 

24 <150> PRIOR APPLICATION NUMBER: BE 09400706 \ 

25 <151> PRIOR FILING DATE: 1994-07-26 
27 <160> NUMBER OF SEQ ID NOS : 29 

29 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

31 <210> SEQ ID NO: 1 

32 <211> LENGTH: 663 

33 <212> TYPE: DNA 

34 <213> ORGANISM: Bacillus sp. 
3 6 <400> SEQUENCE: 1 

3 7 caaatcgtca ccgacaattc cattggcaac cacgatggct atgattatga attttggaaa 
3 8 gatagcggtg gctctgggac aatgattctc aatcatggcg gtacgttcag tgcccaatgg 

3 9 aacaatgtta acaacatatt attccgtaaa ggtaaaaaat tcaatgaaac acaaacacac 

40 caacaagttg gtaacatgtc cataaactac ggagccaact tccaaccaaa tggtaatgcg 

41 tatttatgcg tctatggttg gactgttgac cctcttgtcg aatattatat tgtcgacagt 

42 tggggcaact ggcgtccacc aggagcaacg cctaagggga ccatcactgt tgatggagga 

43 acatatgata tctacgagac tcttagagtc aatcaaccct ccattaaggg gattgccaca 

44 tttaaacaat attggagtgt tcgaagatcg aaacgcacga gtggcacgat ttctgtcagc 

45 aaccacttta gagcgtggga aaacttaggg atgaatatgg ggaaaatgta tgaagtcgcg 

4 6 cttactgtag aaggctatca aagtagcgga agtgctaatg tatatagcaa tacactaaga 

47 attaacggta accctctctc aactattagt aatgacgaga gcataacttt ggataaaaac 

48 aat 

50 <210> SEQ ID NO: 2 

51 <211> LENGTH: 663 

52 <212> TYPE: DNA 

53 <213> ORGANISM: Bacillus sp . 

55 <220> FEATURE: 

56 <221> NAME/KEY: CDS 

57 <222> LOCATION: (1)...(663) 
59 <221> NAME/KEY: matjeptide 
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60 <222> LOCATION: (1) . . . (663) 
W--> 62 <400> 2 

63 caa ate gtc acc gac aat tec att ggc aac cac gat ggc tat gat tat 48 

64 Gin lie Val Thr Asp Asn Ser lie Gly Asn His Asp Gly Tyr Asp Tyr 

65 1 5 10 15 

67 gaa ttt tgg aaa gat age ggt ggc tct ggg aca atg att etc aat cat 96 

68 Glu Phe Trp Lys Asp Ser Gly Gly Ser Gly Thr Met lie Leu Asn His 

69 20 25 30 

71 ggc ggt aeg ttc agt gee caa tgg aac aat gtt aac aac ata tta tte 144 

72 Gly Gly Thr Phe Ser Ala Gin Trp Asn Asn Val Asn Asn lie Leu Phe 

73 35 40 45 

75 cgt aaa ggt aaa aaa ttc aat gaa aca caa aca cac caa caa gtt ggt 192 

76 Arg Lys Gly Lys Lys Phe Asn Glu Thr Gin Thr His Gin Gin Val Gly 

77 50 55 60 

79 aac atg tec ata aac tac gga gee aac tte caa cea aat ggt aat geg 240 

80 Asn Met Ser lie Asn Tyr Gly Ala Asn Phe Gin Pro Asn Gly Asn Ala 

81 65 70 75 80 

83 tat tta tge gtc tat ggt tgg act gtt gac cet ett gtc gaa tat tat 2 88 

84 Tyr Leu Cys Val Tyr Gly Trp Thr Val Asp Pro Leu Val Glu Tyr Tyr 

85 85 90 95 

87 att gtc gac agt tgg ggc aac tgg cgt cea cea gga gea aeg cet aag 336 

88 lie Val Asp Ser Trp Gly Asn Trp Arg Pro Pro Gly Ala Thr Pro Lys 

89 100 105 110 

91 ggg ace ate act gtt gat gga gga aca tat gat ate tac gag act ctt 3 84 

92 Gly Thr lie Thr Val Asp Gly Gly Thr Tyr Asp lie Tyr Glu Thr Leu 

93 115 120 125 

95 aga gtc aat caa cec tec att aag ggg att gee aca ttt aaa caa tat 432 

96 Arg Val Asn Gin Pro Ser lie Lys Gly lie Ala Thr Phe Lys Gin Tyr 

97 130 135 140 

99 tgg agt gtt ega aga teg aaa ege aeg agt ggc aeg att tct gtc age 480 

100 Trp Ser Val Arg Arg Ser Lys Arg Thr Ser Gly Thr lie Ser Val Ser 

101 145 150 155 160 

103 aac cac ttt aga geg tgg gaa aac tta ggg atg aat atg ggg aaa atg 52 8 

104 Asn His Phe Arg Ala Trp Glu Asn Leu Gly Met Asn Met Gly Lys Met 

105 165 170 175 

107 tat gaa gtc geg ett act gta gaa ggc tat caa agt age gga agt get 576 

108 Tyr Glu Val Ala Leu Thr Val Glu Gly Tyr Gin Ser Ser Gly Ser Ala 

109 180 185 190 

111 aat gta tat age aat aca eta aga att aac ggt aac cet etc tea act 624 

112 Asn Val Tyr Ser Asn Thr Leu Arg lie Asn Gly Asn Pro Leu Ser Thr 

113 195 200 205 

115 att agt aat gac gag age ata act ttg gat aaa aac aat 663 

116 lie Ser Asn Asp Glu Ser lie Thr Leu Asp Lys Asn Asn 

117 210 215 220 

120 <210> SEQ ID NO: 3 

121 <211> LENGTH: 221 

122 <212> TYPE: PRT 

123 <213> ORGANISM: Bacillus sp. 
125 <400> SEQUENCE: 3 
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128 


Glu Phe 


Trp 
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Gly 


Ser 
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130 


Gly Gly Thr 
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Ser 


Ala 


Gin 


Trp 
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Val 
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132 


Arg Lys Gly Lys 
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Trp 
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139 
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Met 
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Tyr Glu 


Val 


Ala 


Leu 


Thr 


Val 


Glu 


Gly 


Tyr 


Gin 


Ser 


Ser 
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210 










215 










220 











155 <210> SEQ ID NO: 4 

156 <211> LENGTH: 744 

157 <212> TYPE: DNA 

158 <213> ORGANISM: Bacillus sp. 

160 <400> SEQUENCE: 4 

161 atgagacaaa agaaattgac gttgatttta gcctttttag tttgttttgc actaacctta 60 

162 cctgcagaaa taattcaggc acaaatcgtc accgacaatt ccattggcaa ccacgatggc 12 0 

163 tatgattatg aattttggaa agatagcggt ggctctggga caatgattct caatcatggc 180 

164 ggtacgttca gtgcccaatg gaacaatgtt aacaacatat tattccgtaa aggtaaaaaa 240 

165 ttcaatgaaa cacaaacaca ccaacaagtt ggtaacatgt ccataaacta cggagccaac 3 00 

166 ttccaaccaa atggtaatgc gtatttatgc gtctatggtt ggactgttga ccctcttgtc 360 

167 gaatattata ttgtcgacag ttggggcaac tggcgtccac caggagcaac gcctaagggg 420 

168 accatcactg ttgatggagg aacatatgat atctacgaga ctcttagagt caatcaaccc 480 

169 tccattaagg ggattgccac atttaaacaa tattggagtg ttcgaagatc gaaacgcacg 540 

170 agtggcacga tttctgtcag caaccacttt agagcgtggg aaaacttagg gatgaatatg 600 

171 gggaaaatgt atgaagtcgc gcttactgta gaaggctatc aaagtagcgg aagtgctaat 660 

172 gtatatagca atacactaag aattaacggt aaccctctct caactattag taatgacgag 720 

173 agcataactt tggataaaaa caat 744 

175 <210> SEQ ID NO: 5 

176 <211> LENGTH: 744 

177 <212> TYPE: DNA 
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178 


<213> ORGANISM: 


Bacillus sp. 
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<220> FEATURE: 
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<221> NAME/KEY: 


CDS 
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<222> LOCATION: 


(1) . 


. . . (744) 
























184 


<221> NAME/KEY: 


mat_peptide 
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<222> LOCATION: 


(1) . 


. . . (744) 






















w--> 
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<221> sig_peptide 
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<222> LOCATION: 


(82)... 


(744) 




















w--> 
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<400> 5 
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agt 
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<210> SEQ ID NO: 


6 
























257 


<211> LENGTH: 248 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Bacillus sp, 
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<210> SEQ ID NO: 


7 
























296 


<211> LENGTH: 81 
























297 


<212> TYPE: 


DNA 


























298 


<213> ORGANISM: 


Bacillus sp. 
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Output Set: N:\CRF4\09212005\l909207D.raw 



L:62 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:2 

L:187 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 

L:190 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 

L:316 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID# : 8 

L:382 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:11 

L:385 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:11 

L:636 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:26 after pos.:60 
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